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Why AlI/ML in Molecular biology?

From population-level to individualized diagnostics & 2023 2024 2025 2026 2027 2028 2029 2030 2031 2032 2033
treatment @ Drug Discovery & Development Precision Medicine Diagnostics Other Applications

38
Precision Medicine 13 18 . . I I
| 00 i e wem wm mm .

Big Data Al in Genomics Market =
i _ ) _ Size, by Application, 2023 - 2033 (USD Billion) ERANDIVIEW REsRAuC)t
Omics data explosion requires scalable computational o -
approaches ' :
15.2
5
Complex Patterns & 414
. L . 2
ML can uncover non-linear relationships in biological =
systems 2 e
5
=



Non-invasive Biomarkers: A new Era
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Core Focus: Single Cell RNA sequencing Data (scRNA-seq)
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Key Challenges in scRNA-seq Data Analysis

°Q

Cell-type Annotation Epigenetic Analysis
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Data Integration &
Feature Selection




Data Integration
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Feature Selection
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Cell-type Annotation (1)
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Cell-type Annotation (2)
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genetic Analysis (1)
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Epigenetic Analysis (2)
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